Supplementary Figures
Supplementary Figure 1 . New protocol to improve the splitting of single-cell lysate to profile miRNAs. Direct splitting of single-cell lysate prepared using current methods did not yield even distribution of miRNAs in two half-cell samples. This is presumably due to the binding of miRNAs in cytoplasmic proteins that are still tethered to partially digested cellular materials. The new protocol that combines multiple freeze/thaw and heat treatment led to significant improvement in single-cell lysate splitting. Left: profiling of microRNAs from two half-cell samples split from the same single cell. Cell lysis was performed using standard methods. Right: the same profiling except that the protocol for the cell lysis and pre-treatment method has been modified for single cell miRNA profiling. The relationship between mean log2 normalized transcript counts and variation is shown 
